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SUPPLEMENTARY MATERIAL

SUPPLEMENTARY TABLE S1. Information on nucleic acid-positive samples and corresponding virus strain nomenclature.

GISAID

Virus strains

Accession No.

Sample source Sample type

A/Environment/Fujian/02-Env05/2024(H5N6
A/Environment/Fujian/02-Env06/2024(H5N6
A/Environment/Fujian/02-Env07/2024(H5N6

A/Fujian/01/2024(H5N6)
A/Fujian/02/2024(H5N6)
A/Environment/Fujian/02-Env01/2024(H5N6)
A/Environment/Fujian/02-Env02/2024(H5N6)
A/Environment/Fujian/02-Env03/2024(H5N6)
A/Environment/Fujian/02-Env04/2024(H5N6) /

)

)

)

EPI_ISL_19132453
EPI_ISL_19145644
/
/
/

/

A/Environment/Fujian/02-Env08/2024(H5N6) /

Case A Bronchoalveolar lavage fluid

Case B Oropharyngeal

Shed Y Poultry drinking water

Shed Z Poultry drinking water

Shed Z Poultry drinking water
LPM Poultry drinking water
LPM Poultry drinking water
LPM Poultry drinking water
LPM Poultry drinking water
LPM Cutting board swab

Note: Shed Y was located approximately 50 meters from Case B’s residence, with Shed Z situated adjacent to Shed Y. LPM refers to live
poultry markets in Case B’s vicinity.

SUPPLEMENTARY TABLE S2. Similarity analysis of viral genome segments using BLAST.

Segment and

Strain with the highest similarity (accession ID, percent identity)

Virus
length (bp) NCBI database GISAID database
. A/Guangdong/Igf/2021(H5N6) A/Guangdong/Igf/2021 (H5N6)
FJO1 PB2:2250 (OL519558.1, 98.68%) (EP12255274, 98.68%)
FJ01 PB1:2239 A/duck/Guangxi/293D21/2017(H1N2) A/duck/Hunan/S40199/2021(H5N6) (H5N6)
’ (MH667662.1, 96.44%) (EP11997200, 98.42%)
FJOA1 PA: 2131 A/Guangdong/1/2021(H5N6) A/Neogale vison/ China/FD/NV/SD/L4/2021
’ (OK284448.1, 99.02%) (H5N6) (EPI3351954, 99.07%)
FJO1 HA: 1725 A/Rattus norvegicus/China/FS21/2021 (HS5N6) A/Rattus norvegicus/China/FS21/2021 (HS5NG)
) (0Q291577.1, 97.24%) (EP12394816, 97.24%)
FJOA NP: 1551 A/Guangdong/1/2021(H5N6) A/Guangdong/1/2021 (H5N6)
’ (OK284449.1, 99.04%) (EP12200687, 99.04%)
FJOA1 NA: 1398 A/Guangdong/1/2021(H5N6) A/Guangdong/1/2021 (H5N6)
’ (OK284452.1, 98.04%) (EP12200690, 98.04%)
FJO1 MP- 1021 A/Guangdong/1/2021(H5N6) A/Bar-headed Goose/Tibet/XZQ17-1/2021 (H5N8)
’ (OK284450.1, 99.42%) (EP11949225, 99.42%)
FJOA NS: 872 A/Guangdong/1/2021(H5N6) A/Guangdong/1/2021 (H5N6)
) (OK284453.1,97.98%) (EP12200691, 97.98%)
. A/Guangdong/Igf/2021(H5N6) A/Guangdong/Igf/2021 (H5N6)
FJ02 PB2: 2247 (OL519558.1, 98.55%) (EP12255274, 98.55%)
FJ02 PB1: 2239 A/duck/Guangxi/293D21/2017(H1N2) A/duck/Hunan/S40199/2021(H5N6)
) (MH667662.1, 96.44%) (EP11997200, 98.42%)
FJ02 PA: 2133 A/Guangdong/1/2021(H5N6) A/Neogale vison/China/FD/NV/SD/L4/2021 (H5N6)
’ (OK284448.1, 99.12%) (EPI3351954, 99.16%)
FJ02 HA: 1725 A/Rattus norvegicus/China/FS21/2021(H5N6) A/Rattus norvegicus/China/FS21/2021 (H5N6)
’ (0Q291577.1, 97.24%) (EP12394816, 97.24%)
FJ02 NP: 1552 A/Guangdong/1/2021(H5N6) A/Guangdong/1/2021 (H5N6)
’ (OK284449.1, 99.11%) (EP12200687, 99.11%)
FJ02 NA: 1400 A/Guangdong/1/2021(H5N6) A/Guangdong/1/2021 (H5N6)
) (OK284452.1, 98.18%) (EP12200690, 98.18%)
FJ02 MP: 1021 A/Guangdong/1/2021(H5N6) A/Bar-headed Goose/Tibet/XZQ17-1/2021 (H5N8)
' (OK284450.1, 99.42%) (EP11949225, 99.42%)
FJ02 NS: 872 A/Guangdong/1/2021(H5N6 A/Guangdong/1/2021 (H5N6)

(OK284453.1, 97.98%)

(EP12200691, 97.98%)

Abbreviation: BLAST=basic local alignment search tool; NCBl=national center for biotechnology information (USA); GISAID=global initiative
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A A/Environment/Fujian/02-Env02/2024(H5N6)
85 | A A/Environment/Fujian/02-Env03/2024(H5N6)
A A/Environment/Fujian/02-Env01/2024(H5N6)
92|l A A/Fujian/2/2024(H5N6) | EP1_ISL 19145644
@ A/Fujian/1/2024(H5N6) | EPL_ISL_ 19132453
A A/Environment/Fujian/02-Env05/2024(H5N6)
A A/Environment/Fujian/02-Env07/2024(H5N6)
A A/Environment/Fujian/02-Env06/2024(H5N6)
100 A A/Environment/Fujian/02-Env08/2024(H5N6)
L— A/Rattus norvegicus/China/FS21/2021(HSN6) | EP1_ISL_ 16886862
A/Mute swan/Xinjiang/5/2020(H5N6) | EPL_ISL_418173
A/Whooper swan/Xinjiang/12/2020(H5N6) | EPI_ ISL_418180
A/Guangxi/31906/2018(H5N6) | EPI_ISL 337273
A/Guangxi/32797/2018(H5N6) | EPL_ISL_337276
A/Guangdong/18SF020/2018(H5N6) | EPI_ISL,_337274
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100

88

71

100

95

55

99
43 96

A/Duck/China/HSN6/2020(H5N6) | EP1_ISL 17760585
A/Chongqing/00013/2021(H5N6) | EPI_ISL 1081369
A/Anhui/2021-00011/2020(H5N6) | EPL_ISL_1081370

100
60
A/GX-hechi/01/2021(H5N6) | EPI_ISL_3770721

_'99 E A/China/Original/2018(H5N6) | EPT_ISL_368368

91 Al/Jiangsu/1/2020(H5N6) | EPL_ISL 718225
100 — A/Shenzhen/1/2016(H5N6) | EPL_ISL_206036
A/Oriental magpie robin/Hong Kong/16759/2015(H5N6) | EP1_ISL_205824
A/Shenzhen/1/2015(H5N6) | EPL_ISL 205313
A/chicken/Jiangxi/12.05 NCNP006/2014(H5N6) | EP1_ISL_199010
A/Environment/Fujian/05324/2016(H5N6) | EPT_ISL_333631
A/chicken/Hubei/03.06 WHW TZ0115-O/2015(HSN6) | EPI_ISL_199011
A/Anhui/33163/2016(H5N6) | EPT_ISL 284651
A/Bar-headed Goose/Qinghai/p23/2016(H5SNS) | EPI_ISL_ 292240
A/Chicken/Jiangxi/45093/2016(H5NG) | EPI_ISL_ 354562
74 = A/Hubei/29578/2016(H5N6) | EP1_ISL 256213
A/chicken/Vietnam/NCVD-15A59/2015(H5N6) | EPI_ISL 244518
A/duck/Viet Nam/HN-2522/2015(H5N6) | EPL_ISL_387354
A/Peacock/Hunan/1/2016(H5N6) | EPL_ISL_400552
94 A/duck/Vietnam/QuangBinh/LBM0911/2016(H5N6) | EPT_ISL_290253
A/goose/Hunan/118/2014(HSN6) | EPI_ISL_17767126
A/duck/Hunan/12.17 YYGKO014/2014(H5N6) | EPI_ISL_198833
A/Quail/Zhanjiang/16887/2016(H5N6) | EPT_ISL_278031
A/Guangxi/55726/2016(H5N6) | EPI_ISL_240704
A/Hunan/55555/2016(H5N6) | EPT_ISL 240703
99 I A/duck/Jiangxi/11.17 NCNP48Y2-C/2016(H5N6) | EPI_ISL_707544
A/baikal teal/Korea/Donglim3/2014(H5NS) | EPI_ISL_ 157611
A/waterfowl/Korea/S005/2014(H5N8) | EPL_ISL 171655
A/chicken/Shanxi/04.28 TGRL024-0/2018(H5N6) | EP1_ISL_696630

2.3.4.4e

2.3.4.4d

2.3.4.4f

23.44¢g

0.01 — A/Fujian-Sanyuan/21099/2017(H5N6) | EPL_ISL_304404

100

A/duck/Hubei/SZY250/2016(H5N2) | EP1_ISL_231747 2.3.4.4c
A/Peacock/Hunan/14/2015(H5N2) | EPL_ISL 400551
A/duck/Hubei/ZYSYG18/2015(H5N6) | EPL_ISL_244526

A/duck/Zhejiang/1026109/2015(H5N2) | EPI_ISL 279178

100 - A/Chongqing/02/2021(H5NG6) | EPT_ISL 4568644
A/Sichuan/06689/2021(H5NG) | EPI_ISL_4558108
8 - A/GX-guilin/11151/2021(H5N6) | EPI_ISL 3770740

A/Muscovy duck/China/FJFZ21/H5N6/2020(HSN6) | EP1_ISL 833248

100
89

99

100 A/Jiangxi/16791/2022(H5N6) | EPI_ISL_18000337 23.4.4b
A/Changsha/1/2022(H5N6) | EPT_ISL 16466440
86 A/Guangdong/1/2021(H5N6) | EPI_ISL 15613574
A/Hunan/09911/2021(H5N6) | EPI_ISL 4568643
A/Hangzhow/01/2021(H5N6) | EPI_ISL_7983813
A/duck/Guangdong/673/2014(H5N6) | EPI_ISL_ 259923
A/Sichuan/26221/2014(H5N6) | EPI_ISL 163493
A/Environment/Guangdong/00299/2014(H5N6) | EP1_ISL 219823 [2.3.4.4a

A/Environment/Xinjiang/00318/2014(H5N6) | EPI_ISL_ 219821
96 | A/Environment/Xinjiang/00320/2014(H5N6) | EPT_ISL_219820
A/goose/Guangdong/1/1996(H5N1) | EPI_ ISL_17767104

2.3.4.4h

SUPPLEMENTARY FIGURE S1. Phylogenetic analysis of H5 virus HA genes using the maximum likelihood method.
Note: The phylogenetic tree encompasses major H5 clades (indicated at terminal nodes) and is rooted in the reference
strain A/Goose/Guangdong/1/1996 (H5N1). The tree was constructed using 1,000 bootstrap replicates, with values shown
above branches. Viral strains from this study are denoted by red spots (case A), red triangles (case B), and black triangles
(environmental isolates).
Abbreviation: HA=hemagglutinin.
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